By immunoblotting with an antiserum raised against purified listeriolysin 0, we have detected the presence of a truncated protein of 52 kilodaltons in culture' supernatants of a Tnl545-induced nonhemolytic mutant of Listeria monocytogenes (J. L. Gaillard, P. Berche, and P. Sansonetti, Infect. Immun. 52: [50] [51] [52] [53] [54] [55] 1986 communication). For these two toxins, this region corresponds to the region of strongest homology. In addition, the unique cysteine thought to be essential for activity is located in this part. For listeriolysin 0, this region is also located towards the carboxy-terminal end of the protein, as the truncated protein detected by immunoblotting is 8 kilodaltons smaller than the native protein. These homologies are in perfect agreement with the well-established cross-reactivity between SH-activated hemolysins (1). However, when the cloned streptolysin 0 gene was used as a probe, no substantial homology had been detected between Streptococcus pyogenes and L. monocytogenes (7) . This might be explained by the fact that homologies at the DNA level are significantly lower than those observed at the protein level (data not shown) and by the choice of a probe which did not contain the 3' end of the gene.
Several important conclusions can be drawn from these results concerning the genetic control of L. monocytogenes virulence. This work demonstrates that the nonhemolytic avirulent mutant previously described (3) results from the insertion of Tn1545 within the structural gene of listeriolysin 0. This finding is of the utmost interest. It reveals that the genetic determinant essential for the virulence of L. monocytogenes is the listeriolysin 0 gene or its adjacent genes. In addition, this work provides a DNA probe that might be developed for rapid detection of listeriolysin 0 gene. Finally, our data confirm, by a genetic approach, that the recently characterized listeriolysin 0 shares homologies with streptolysin 0 and pneumolysin, two cytolysins that might also play a role in the pathogenesis of human infections. It should be noted that the hemolytic activity of listeriolysin 0 is optimal at pH 5.5 and undetectable at pH 7.0, which is not the case for streptolysin 0 or pneumolysin (optimum pH -7) (4). The total sequence of the listeriolysin 0 gene might clarify these differences which might be relevant in terms of   a   AA GCT TAT ACA GAT GGA AAA ATT AAC ATC GAT CAC TCT GGA GGA TAC   A  Y  T  D  G  K  I  N  I  D  H  S  G  G  Y   GTT GCT CAA TTC AAC ATT TCT TGG GAT GAA GTA AAT TAT GAT CCT GAA   V  A  Q  F  N  I  S  W  D  E  V  N  Y  D  P  E   GGT AAC GAA ATT GTT CAA CAT AAA AAC TGG AGC GAA AAC AAT AAA AGC   G  N  E  I  V  Q  H  K  N  W  S  E  N  N  K  S   AAG CTA GCT CAT TTC ACA TCG TCC ATC TAT TTG CCA GGT AAC GCG pathogenicity, since only listeriolysin 0 is produced by an intracellularly replicating bacterium (8) .
